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Scientific Interests
Amongst other things, I am interested in the use of simulation techniques to design
drug candidates, the ab initio prediction of protein structure from sequence and the
biochemistry and pharmacology of mental illness.

Employment
Principal Engineer Interwoven, Inc.
Sunnyvale, California 1997–Present
Member of the core server group responsible for developing the TeamSite server.
TeamSite is a virtual filesystem based web content management system. Instrumental
in shipping the first sellable version of TeamSite. Designer and developer of OpenDe-
ploy, a secure content synchronization server. Instrumental in porting TeamSite from
Solaris to Microsoft Windows NT. Designer and developer of a sophisticated work-
flow subsystem for TeamSite. Responsible for initial redesign of TeamSite core server,
resulting in a greater than 200% performance increase.

Programmer Molecular Applications Group
Palo Alto, California 1996–1997
Wrote software for protein sequence and structure analysis. Part of the release for
MacLook, the company’s flagship product, ported to the Macintosh.

Graduate Student Michael Levitt, Structural Biology,
Stanford University

Palo Alto, California 1988–1996
Thesis: Analysis of Reduced Representation Models of Protein Structure and Empirical En-
ergy Functions Used for The Prediction of Protein Conformations. Quantified the relation-
ship between protein model complexity and accuracy. Developed a database of decoy
misfolded protein conformations, still widely used. Developed empirical energy func-
tions which discriminated between native and non-native protein conformations with
high reliability.

Laboratory Technician Stuart B. Levy, Molecular Biology and
Microbiology, Tufts University Medical

School
Boston, Massachusetts 1985–1988
Studied mechanisms of bacterial resistance to tetracyclines. Developed inhibitors of
tetracycline efflux proteins. The efflux proteins are proton antiporters encoded by the
various tetracycline resistance genes.
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Patents
Method and apparatus for automatically deploying data in a computer network.
USPTO 20010044834 patent pending.

Method for enforcing workflow processes for website development and maintenance.
USPTO 20010039594 patent pending. Principal inventor.

Method of and apparatus for recovery of in-progress changes made in a software ap-
plication. USPTO 20010037475 patent pending. Principal inventor.

Method and apparatus for deploying data among data destinations for website devel-
opment and maintenance. USPTO 20010011265 patent pending. Principal inventor.

System and method for website development. WO 99/40509 patent pending. U. S.
patent also pending.

Education
PhD, Structural Biology, Stanford University, 1996.

B. S., Chemistry, cum laude, Tufts University, 1985


